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172 Supplementary Figure 1 Metabolic profiling of plasma reveals altered amino
173 acid levels in asthma.

174 (A) Schematic diagram of the metabolic profiling protocol for asthmatic patients
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175 and healthy controls. (B) OPLS-DA plot for the assessment of significant
176  metabolites between healthy controls and patients with asthma. (C) Chord
177 diagram for the interrelationships between differential metabolites. (D) Differential
178  abundance score plot for enrichment of metabolites. (E) Schematic depiction of
179  proline biosynthesis and catabolism pathways.
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182 Supplementary Figure 2 Expression of pan-keratin on isolated primary tracheal
183 epithelial cells was determined by immunofluorescence to evaluate the purity of
184  the cells; original magnification 400x (top); scale bar, 50 ym
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Supplementary Figure 3 Expression of pro-SPC on isolated primary alveolar
epithelial cells was determined by immunofluorescence to evaluate the purity of

the cells; original magnification 100x (top); scale bar, 200 pm.
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