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Full unedited blot for Figure 1C — A673
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Full unedited blot for Figure 1C — A673
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Full unedited blot for Figure 1C — TC32
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Probed sequentially — a-Menin -> a-GAPDH



Full unedited blot for Figure 1C — TC32
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Full unedited blot for Figure 5C
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Full unedited blot for Figure 5D
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Probed sequentially — a-MYC -> a-Vinculin



Full unedited blot for Figure 5E — A673
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Full unedited blot for Figure 5E — A673
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Full unedited blot for Figure 5E — CHLA10 & U20S
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Probed sequentially — a-MYC -> a-Menin



Full unedited blot for Figure 5E — CHLA10 & U20S
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Probed sequentially — a-MYC -> a-Menin -> a-MLL2-C -> a-WDR5



Full unedited blot for Figure 5F — A673 and CHLA10
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Full unedited blot for Figure 5F — A673 and CHLA10
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Probed sequentially — a-MYC -> a-Menin -> a-MAX -> a-WDR5
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Full unedited blot for Figure 5F — A673 and CHLA10
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Probed sequentially — a-MYC -> a-Menin -> a-MAX -> a-WDRS5 -> MLL2-C



Full unedited blot for Figure 6F
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Full unedited blot for Figure 6G — A673
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Probed sequentially — a-MYC -> a-Menin



Full unedited blot for Figure 6G — A673
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Probed sequentially — a-MYC -> a-Menin -> a-MLL2-C -> a-WDR5



Full unedited blot for Figure 6G — CHLA10
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Probed sequentially — a-MYC -> a-Menin



Full unedited blot for Figure 6G — CHLA10
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Probed sequentially — a-MYC -> a-Menin -> a-MLL2-C -> a-WDR5



Full unedited blot for Supplemental Figure 2
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Full unedited blot for Supplemental Figure 3
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Probed sequentially — a-MYC -> a-Menin



Full unedited blot for Supplemental Figure 3

TC32 TC32
S S
B —~ B
= = QR
S S ot S s &
= . b T2 e
8§ T T o § 8§ 2 T o §
T 3 3 0 = T 3 3 0 =
g4 £ £ 2 5 a4 £ £ © 5
250 —w=-
150—.—._ ey
«= = MLL2-C 80 kDa 0 E i o p=
~ ' -
37 — e e - WDR5 37 kDa
15 — .
10 —

Probed sequentially — a-MLL2-C -> a-WDR5



Full unedited blot for Supplemental Figure 4B
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